
HAL Id: hal-02101162
https://amu.hal.science/hal-02101162

Submitted on 9 Jul 2024

HAL is a multi-disciplinary open access
archive for the deposit and dissemination of sci-
entific research documents, whether they are pub-
lished or not. The documents may come from
teaching and research institutions in France or
abroad, or from public or private research centers.

L’archive ouverte pluridisciplinaire HAL, est
destinée au dépôt et à la diffusion de documents
scientifiques de niveau recherche, publiés ou non,
émanant des établissements d’enseignement et de
recherche français ou étrangers, des laboratoires
publics ou privés.

Distributed under a Creative Commons Attribution - NonCommercial - NoDerivatives 4.0
International License

‘Helcococcus massiliensis’ sp. nov., a new bacterial
species isolated from the vaginal sample of a woman

with bacterial vaginosis living in Dielmo, Senegal
N.S. Fall, Didier Raoult, C. Sokhna, C. Lagier

To cite this version:
N.S. Fall, Didier Raoult, C. Sokhna, C. Lagier. ‘Helcococcus massiliensis’ sp. nov., a new bacterial
species isolated from the vaginal sample of a woman with bacterial vaginosis living in Dielmo, Senegal.
New Microbes and New Infections, 2018, 25, pp.27-29. �10.1016/j.nmni.2018.06.002�. �hal-02101162�

https://amu.hal.science/hal-02101162
http://creativecommons.org/licenses/by-nc-nd/4.0/
http://creativecommons.org/licenses/by-nc-nd/4.0/
http://creativecommons.org/licenses/by-nc-nd/4.0/
https://hal.archives-ouvertes.fr


NEW SPECIES
‘Helcococcus massiliensis’ sp. nov., a new bacterial species isolated from the
vaginal sample of a woman with bacterial vaginosis living in Dielmo,
Senegal
N. S. Fall1, D. Raoult2, C. Sokhna1 and J. C. Lagier2

1) Aix Marseille Univ, IRD (Dakar, Marseille, Papeete), AP-HM, IHU-Méditerranée Infection, UMR Vecteurs— Infections Tropicales et Méditerranéennes

(VITROME) and 2) Aix Marseille Univ, IRD, APHM, UMR MEPHI, Institut Hospitalo-Universitaire Méditerranée-Infection, Marseille, France
Abstract
We report here the isolation of a new bacterial species ‘Helcococcus massiliensis’ strain Marseille P4590 (CSURP4590), isolated from the

vaginal sample of a woman with bacterial vaginosis.
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In 2017, as a part of the human microbiota exploration using

culturomics [1,2], a vaginal swab was collected from a 36-year-
old woman with bacterial vaginosis living in Dielmo, rural

Senegal, West Africa. The study and consent procedures were
approved by the Senegalese Comité National d’Ethique pour la

Recherche en Santé ethics committee in accordance with the
SEN protocol 16/04 under number 00039 as well as by the

ethics committee of the Institut Hospitalo-Universitaire
Méditerranée Infection under number 2016-011.

The initial growth of the bacterium was obtained after 15

days of preincubation in anaerobic liquid medium enriched with
sheep’s blood and rumen. The solution was then seeded on 5%

sheep’s blood agar under anaerobic conditions at 37°C. Agar-
grown colonies were beige, circular and opaque with a mean

diameter of 1 mm. The bacterium was a Gram-negative,
non–spore forming and nonmotile anaerobic coccus. Strain

P4590 was catalase negative and oxidase negative. The colonies
This is an open access arti
could not be identified by our systematic matrix-assisted laser

desorption-ionization time-of-flight screening (http://
mediterraner-infection.com/article.php?laref=256&titre=urms-

database) on a Microflex spectrometer (Bruker Daltonics,
Bremen, Germany) [3] (Fig. 1). The 16S rRNA gene was

sequenced using fD1-rP2 primers as previously described, using
a 3130-XL sequencer (Applied Biosciences, Saint Aubin,
France). Strain P4590 exhibited a 95.5% sequence identity with

Helcococcus seattlensis, the phylogenetically closest species with
standing in nomenclature (Fig. 2), which putatively classified it as

a member of the genus Helcococcus within the family incertae
sedis in the phylum Firmicutes. This value is under the threshold

of 98.7% that defines a new species, as established by Stack-
ebrandt and Ebers [4]. We therefore propose the creation of

the new species ‘Helcococcus massiliensis’ (ma.si.li.en.sis, L. fem.
adj., massiliensis, ‘of Massilia,’ the Latin name of Marseille where
H. massiliensis was first isolated). Strain 4590 is the type strain of

the new species P4590.
Nucleotide sequence accession number
The 16S rRNA gene sequence was deposited in GenBank under

accession number LT934442.
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FIG. 1. Reference matrix-assisted desorption ionization–time of flight mass spectrometry analysis of Helcococcus massiliensis strain Marseille P4590

(CSUR P4590).

FIG. 2. Phylogenetic tree showing position of ‘Helcococcus massiliensis’ strain P4590 relative to its phylogenetically closest neighbours. Sequences were

aligned using CLUSTALW, and phylogenetic inferences were obtained using maximum-likelihood method within MEGA software. Numbers at nodes

are percentages of bootstrap values obtained by repeating analysis 500 times to generate majority consensus tree. Only bootstraps scores of at least

90% were retained. Scale bar indicates 2% nucleotide sequence divergence.
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Deposit in a culture collection
Strain P4590 was deposited in the Collection de Souches de

l’Unité des Rickettsies (CSUR, WDCM 875) under number
P4590.
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