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INTRODUCTION
Hepatocellular carcinoma (HCC) is associated with chronic liver disease, and its major risk factors
include viral hepatitis infection, and alcohol liver diseases (ALD) [1]. HCC is the most common
form of liver cancer, forming almost 90% of cases [2]. Recent studies suggest that the gut
microbiota can enhance liver carcinogenesis, moreover, treatment with broad-spectrum
antibiotics prevented spontaneous HCC development in mice [3]. Several metagenomic studies
have investigated gut dysbiosis in patients with ALD [4]. However, no study described gut
dysbiosis in patients with ALD or HCC based on the culturomics approach. Culturomics is a high-
throughput culture method based on diversified culture conditions, which was found to be
complementary to metagenomics [5].
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RESULTS

OBJECTIVES
This study aims to characterize the microbial signhature
in patients with ALD and ALD-associated HCC using
both culturomics and large-scale sequencing (v3v4
region 16S rRNA amplicon sequencing).

16S rRNA sequencing
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Thomasclavelia ramosa
Enterocloster bolteae
Enterocloster clostridioformis
Oscillibacter massiliensis
Thomasclavelia [Clostridium] innocuum
Hungatella hathewayi
Peptoniphilus harei
Mediterraneibacter gnavus
Clostridium perfringens
Finegoldia magna
Limosilactobacillus fermentum
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» Characteristics of the ALD and ALD-HCC associated dysbiosis in our study showed an enrichment in potentially

Enterocloster aldenensis
Facklamia hominis
Peptoniphilus grossensis
Peptoniphilus meridionalis
Streptococcus constellatus
Phascolarctobacterium faecium

pathogenic T. ramosa, M. gnavus and G. formicilis. e emmnt
= Unlike earlier research, our study reported the abundance of T. ramosa for the first time in patients with ALD-HCC by C.
two complementary techniques. s vt oo s
= Qur findings should be further verified through large-scale studies and animal experiments especially to investigate the mhomascovel

mechanisms by which T. ramosa and G. formicilis contribute to carcinogenesis.

REFERENCES

1. Yu, L.-X.; Schwabe, R.F. The Gut Microbiome and Liver Cancer: Mechanisms and Clinical Translation. Nat Rev Gastroenterol Hepatol 2017, 14, 527-539.

Clostridium

4
4
Peptoniphilus )

OH1 OH2 OH4 OH6 OH7 OH21 OH3 OH5 OH8 OH9 OH10 CTL13

T Y T BN = o
ity Bu ¥

Enterocloster Clostridium
5+ * %k 5- %k
4 eee 4 - .
34 oo 3 eeeoe
2 —a— 2- eoooe (XX}
1 . - 1 - LX -0
0 ——e—p-o—conpern— 0 T " B

ALD CTL ALD CTL

Frequency Difference

wcbhhhh&hbﬂd\m(ﬂmwﬂﬂd\\ll

IDOOOOOOOONHHOONNHOON

ALD-NoHCC ALD-HCC

P 1 3
3 2 3 2 1 3 P 2
3 4 2 4 2 4

2. Llovet, J.M.; Kelley, R.K.; Villanueva, A.; Singal, A.G.; Pikarsky, E.; Roayaie, S.; Lencioni, R.; Koike, K.; Zucman-Rossi, J.; Finn, R.S. Hepatocellular Carcinoma. Nat Rev Dis Primers 2021, 7, 1-28.
3. Ma, C.; Han, M.; Heinrich, B.; Fu, Q.; Zhang, Q.; Sandhu, M.; Agdashian, D.; Terabe, M.; Berzofsky, J.A.; Fako, V.; et al. Gut Microbiome—Mediated Bile Acid Metabolism Regulates Liver Cancer via NKT Cells. Science 2018, 360, eaan5931.
4. Dubinkina, V.B.; Tyakht, A.V.; Odintsova, V..; Yarygin, K.S.; Kovarsky, B.A.; Pavlenko, A.V.; Ischenko, D.S.; Popenko, A.S.; Alexeev, D.G.; Taraskina, A.Y.; et al. Links of Gut Microbiota Composition with Alcohol Dependence Syndrome and Alcoholic Liver

Disease. Microbiome 2017, 5, 141.

5. Lagier, J.-C.; Edouard, S.; Pagnier, |.; Mediannikov, O.; Drancourt, M.; Raoult, D. Current and Past Strategies for Bacterial Culture in Clinical Microbiology. Clin Microbiol Rev 2015, 28, 208-236, doi:10.1128/CMR.00110-14.

_ **ECCMID

EUROPEAN CONGRESS OF
CLINICAL MICROBIOLODGY

CTL14 CTL7 CTL8 CTL1S5

Peptoniphilus

ALD (n=11) Control (n=10) p-value

* kK

%k

*
*

* OO ¥ ¥ ¥ ¥ *

* ¥ ¥ ¥ X X ¥ ¥ X *

Control
CTL17 CTL4 CTL6é CTL12 CTL21

Genera with a
significant diversity
difference between

ALD and CTL
Thomasclavelia
Enterocloster
Clostridium
Peptoniphilus

Barcelona, Spain
AND INFECTIOUS DISEASES [RAgieiel 0N Yolq| Watlast

1
00 [ N e




	Slide 1

